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Using knowledge graphs for broad-scale data integration Applying knowledge graphs to HPAI
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» When applied to HPAI, we find that the knowledge graph
accurately describes mammalian host range and
identifies geographic variation In cross-species
transmission risk. Among the 20 countries with the highest
human influenza A burden, wild boar and red fox were the top
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Querying HPAI outbreaks within a knowledge graph frequently test positive for HPAI. Graph-based summaries

efficiently highlight geographic and species-specific
surveillance priorities to maximize early detection and
spillover response.
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A zoonotic disease ontology aligns data
across domains based on shared elements
for integration in the knowledge graph
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